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2 calculate_vagal_index

calculate_vagal_index Compute Mammalian State Regulation Index

Description
Cleans raw inter-beat interval data, stabilizes exponential variance via natural log transformation,
and maps metrics onto a standardized 1-to-10 homeostatic index using fixed biological anchors.
Usage

calculate_vagal_index(heart_intervals)

Arguments

heart_intervals
A numeric vector containing raw millisecond heart intervals.

Value

A numeric vector containing the standardized 1-to-10 regulation scale.

Examples

calculate_vagal_index(c(800, 820, 790, 850))
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